respectively. According to the medical records, the patient presents fever, rash, myalgia, 1 0 5 pruritus, headache, arthralgia, lymphadenopathy, diarrhea, and vomit during illness. Partial CDS sequencing was successful for both the L (396bp), M (648bp), and S 1 0 7 (555bp) segments and these sequences were used for phylogenetic reconstruction, using topology was observed in the ML tree (data not shown).
5
Several reports have shown that different arboviruses like ZIKV and CHIKV can 1 1 6 be detected testing unusual body fluids, such as saliva and urine. Two studies with 1 1 7 samples collected from patients infected with ZIKV showed that some individuals were 1 1 8 positive only in saliva and not in serum (17, 27) . Interesting, our group found similar 1 1 9 results during the ZIKV emergence in the Amazonas State, Brazil (unpublished 1 2 0 observations). Other reports showed that saliva might be an alternative specimen for 1 2 1 CHIKV detection during the acute phase of illness, with positivity raging from 58.3 to 1 2 2 77% (12, 13) . However, no previous study reported the detection of a member of the 1 2 3
Orthobunyavirus genus in these biological fluids. Therefore, we decided to investigate if OROV, an endemic arbovirus in the 1 2 5
Amazon region, could also be identified using the same biological specimens. In the 1 2 6 present study, OROV was detected by RT-qPCR in saliva and urine of one patient, 1 2 7 whose specimens were collected five days after the symptom's onset. This result was 1 2 8 further confirmed by conventional RT-PCR, followed by nucleotide sequencing and 1 2 9 phylogenetic analysis using the ICTV reference database for orthobunyaviruses, which 1 3 0 clustered all the three genomic segments sequences obtained in this work with the 1 3 1 OROV RefSeqs. It was beyond the scope of the present study to assess the best human specimen 1 3 3 for OROV detection, but it was interesting that we found the higher viral load in urine, reported a higher viral load in urine than in plasma, during the acute phase of illness (15) . 1 3 7
On the other hand, two different studies with CHIKV and DENV showed a significantly 1 3 8 lower rate of detection when urine was tested during the first days after symptom's 1 3 9 onset, in comparison with samples collected during the second week of illness (13, 14) .
Altogether, these results suggest that urine may be used as a specimen for different 1 4 1 arbovirus detection. Albeit, longitudinal studies, with a more significant number of 1 4 2 patients, are necessary to evaluate the potential use of different body fluids for OROV To our knowledge, this is the first report that OROV may be detected in the 1 4 5 saliva and urine of infected patients, showing that these specimens can be employed as fluid, as previously reported (28) . Therefore, our results may further contribute to the 1 5 0 current knowledge regarding the natural history of Oropouche fever. use of nucleotide sequencing facilities at ILMD -Fiocruz Amazônia. We also thank the 1 6 7
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